Seinen Chow,*1 Shigehiro Abe,*2 Yasuhiro Ueno,*2 Masaru Torisawa,*3 and Yoshihisa Fujio*1 (Accepted May 15, 1986) Table 1 shows the observed and expected number of genotypes, and allele frequency at Aat-1 locus. The observed number of homozygotes was larger than the expected one in all but the Otanoshike sample. The excess of homozygotes from the expected HardyWeinberg's equilibrium was measured as D value. A significant disequilibrium from Hardy-Weinberg's law caused by homozygote excess was observed when the whole samples were analyzed.
This indicates that the population structure of this species was not so homogeneous. The interpretation of the homozygote excess is not so simple, because it can be caused by various factors, i.e., inbreeding, selection against heterozygotes, and admixture of two or more distinct populations known as Wahlund effect. Nevertheless, their limited migratory behavior which has been suggested by tagging experiments,2) might have produced spatiotemporal reproductive units.
From this point of view, the assumption of population admixture seems to be the simplest and easiest interpretation of the data
